Posters A-Z

Beck, Katharina
When Homology Fails: Functional Diversity in urocanate reductases

Beliaeva, Mariia

Environmental and gut bacterial biotransformation of synthetic
steroids reveals broad metabolic capacity and novel desmolase-like
activity

Berthold, Dorothée

Towards a mechanistic understanding of fiber shaping a gut bacterial

community

Brunet, Theo
Metabolic modelling of the defense mechanism of E. coli during
bacterial predation

Despotovic, Dragana
Probing evolutionary tradeoffs in pesticide adaptation mechanisms
of marine microbial ecosystems

Dhar, Gaurab
Metabolic interactions in the infant gut microbiota inferred from
genome-scale metabolic modelling

El Aouadi, Fatima
Volatile organic compounds from rhizobia and non-rhizobia:
Emerging roles in plant—bacteria signaling and growth promotion

Elgin, Resul Gokberk
Mining protein and chemical space to explain microbial phenotypes

Erbstein, Katarina
Maphelios: mapping-based high-throughput exploration of
sequencing data

Fan, Qilian

Multi-Omics Profiling Reveals Microbial Ecology of Fish Spoilage
Under Different Storage Conditions

Page 11

40

41

42

43

44

45

46

a7

48

49



EMBO | EMBL Symposium: Metabolic interactions shape ecosystems

Feng, Xiaoxi Presenter: Feng, Xiaoxi; Pora, Marie
Gut microbiota-derived indole metabolites enhance the cytotoxic 50
effect of multi-kinase inhibitors in colorectal cancer cells

Ferrero, Arian

Single-cell metabolic flux analysis integrated with statistical 51
mechanics reveals emergent microbial phenotypes arising from

metabolic heterogeneity and cross-feeding

Ganley, Jack Presenter: Li, Tina
Reciprocal signaling systems govern lifestyle switching in marine 52
bacteria

Geerlings, Nicole
Imaging-based single-cell transcriptomics to study ecological 53
strategies in complete ammonia oxidizing bacteria

Haag, Mathias
Interactions of the breast cancer drug tamoxifen and its liver-derived 54
metabolites with the human gut microbiota

Henrich, Astrid Presenter: Herencias, Cristina
Metabolic versatility and ecological interactions shape the 55
colonization dynamics of extraintestinal pathogenic E. coli

Henriques, Silvia
Microbiome induced reprograming of nitrogen metabolism 56
counteracts the deleterious effects of amino acid imbalanced diets

Huang, Eugene

Exploring the Altiarchaeal CO, Fixation Pathway: An Uncultivated 57
Archaeon from the Deep Biosphere

Huang, Yun Ju

Biotransformation of isoflavones in okara through sequential 58
solid-state fermentation of Aspergillus oryzae and Lactobacillus

paracasei

Jacoby, Richard
PestiBASE - A website for exploring visualisations from a large 59
experimental dataset of microbial pesticide biotransformation
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Janez, Nika

Metabolomic and genomic basis of nutrient-driven differences in
biofilm formation between epidemiologically distinct Listeria
monocytogenes strains

Jeckel, Hannah
Microbial communities in context: dissecting rhizobiome interactions

Jourdain, Lisa Presenter: Gu, Wenyu
Stickland metabolism operates as a distributed community property
governed by hierarchical thermodynamic constraints

Jyoti, Jyoti

Leveraging agent-based modeling and co-occurrence data to validate
a generalized metabolic model of species interaction in the human
gut microbiome

Kamrad, Stephan

Emergent proteomic and metabolic interactions in gut bacterial
co-cultures

Kojic, Marko
A tale of twin water-soluble polymers: microbial metabolism drives
distinct biodegradation dynamics

Konow, Sara
Title: From co-culture growth dependency to community trade-offs: a
Pareto frontier approach

Kreis, Lenard
The bee gut microbiome as a metabolic interface reshaping pesticide
exposure

Kiihnel, Benedikt
A comparative study of polar metabolites in microplankton along the
european coastline

Le Gac, Constance

Predicting the metabolic phenotype of gut bacteria as a function of
host diet
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Lee, Nga Yin Megan
Temporal resource niche partitioning enables microbial coexistence
but is sensitive to resource supply

Leeman, Jacob
Expanding the chemical diversity and biosynthesis of
thio/seleno-imidazole natural products

Mariotto, Piero
Decoding microbial complexity: MiNeSi an in-silico framework for
simulating microbial ecological interactions

Moawad, Alix
Prediction of minimal metabolic exchanges for microbial
communities in a chemostat at steady state

Nelson, Megan
A mass spectrometry resource for mapping environmental exposure
metabolites across biological systems

Olweny, Geoffrey Presenter: Diener, Christian

Flux derived metabolic niches reveal resource use in the human gut
microbiome

Quinn, Andrew
Reciprocal interactions between agrochemicals and the commensal
gut microbiota of honeybees

Quiros Rodriguez, Isabel
Assembly and robustness of a stable microbial community under
environmental perturbations

Raach, Benjamin

Proteome Allocation Constrains Microbial Growth in Fluctuating
Nutrient Environments

Romero, Lorena
Persistent metabolic reprogramming induced by single-dose
antibiotic exposure in rainbow trout: a multi-omics approach
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Romero Garcia, Fabricio
A multi-omics framework of Gardnerella vaginalis biofilm divergence
and metabolite driven modulation of vaginal communities

Schacksen, Patrick
In-silico characterisation of putative poly(aspartic acid) hydrolases in
aquatic environments

Sharma, Vaibhav
Selection for coexistence redirects predatory antagonism towards
metabolic dependency

Sichert, Andreas
A division of labor controls the degradation of fucoidans in the ocean

Silverman, Shaelyn
Bacterial interactions and spatial patterns of metabolism on marine
particles

Stubbusch, Astrid
Metabolic strategies that shape ecosystems: antagonistic foraging,
hydrogen cycling, and metabolic flexibility

Tirumalai, Madhan
Dormancy, resuscitation, and stress survival in a spacecraft
clean-room actinobacterium

unni, Rahul
Linking metabolic interactions to colonization resistance in gut
microbial consortia

Weiss, Anna S.
When interactions change: Metabolic feedbacks drive dynamic
microbial interactions

Xiong, Chan
Copper Competition at the Human-Microbiome Interface: Single-Cell
Insights into Metal Homeostasis within a Synthetic Gut Ecosystem
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Yanuka-Golub, Keren
Plant invasion and global change reshape soil-microbiome 90
interactions through soil legacy and exudate-driven responses

Zulfigar, Mahnoor Presenter: Mastrorilli, Eleonora
FAIRification of microbial biotransformation data across ecosystems: 91
interactive platforms for contextual exploration and reuse
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