ECM remodelling and tension development in
tendon wound healing is mechanically regulated
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The fibrotic nature of tendon healing: Engineered tendon constructs as a mechano-variant
Vicious cycle of ECM regulation 3D in vitro model for tendon wound healing
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Mechanoresponsive pathways and molecular sensors 2 10004
guiding tension-mediated exit from wound healing =
towards homeostasis will be further investigated.
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