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There are different types of efflux pumps, classified by the way they transport their substrates, and by the energy
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Project aims

emieeroemes]  The aim of this project is to measure the velocity of transport
of the efflux pump MexA-MexB-OprM when reconstituted
into proteoliposomes. For this purpose, we have to:
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Future directions

Measure the rate of transport for different concentration of substrates.

Measure the rate of transport for different substrates.

Measure the velocity in presence of potential inhibitors in order to screen inhibitors.
Measure the influence of membrane potential on the velocity of transport.
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