
 Posters A-Z 

Arthur, Plassart 
How dim is too dim? Mapping the lower light limit of photosynthesis 
in a polar diatom 

 46 

Bagnaro, Antoine Presenter: Bagnaro, Antoine 
Functional redundancy and metabolic complementarity shape 
community assembly in the global ocean microbiome 

 47 

Baricevic, Ana 
Co-occurrence patterns and hidden diversity in the northern Adriatic 
Sea plankton community 

 48 

Baumgartner, Dieter 
The marine snowball effect - how encounters shape the formation of 
marine snow 

 49 

Bhatnagar, Anjali 
Diel and subclade variation in Trichodesmium metabolomes in 
oligotrophic oceans 

 50 

Bredel, Agathe 
Charting the genomic diversity of the glacier–ocean interface 
microbiome 

 51 

Brown, Julia 
Single-cell-resolved phage interactions within prokaryoplankton 
sourced globally from the tropical surface ocean 

 52 

Buscaglia, Marianne 
Dissolved oxygen drives giant virus biogeography and genomic 
adaptation along the Chilean coastal margin 

 53 

Buscaglia, Marianne 
Prokaryotic macroprovinces along the Chilean coastal ocean  54 

Caceres, Carlos 
Effect of cellular nutrient economy on the evolution of genome size in 
phytoplankton 

 55 

Camillo, Bastien 
Genomic diversity and ecological adaptation in Chaetoceros  56 
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 57 

 58 

 59 

 60 

 61 

 62 

 63 

 64 

 65 

Demulder, Manon 
From Global to Local: downscaling environmental sampling to urban 
artificial ponds 

Dhiba, Meti Gizaw 
From river to sea: plastisphere-mediated dispersal of ESKAPEE 
pathogens and antibiotic resistance into the Eastern Mediterranean 
Sea 

Doré, Hugo 
Influence of population dynamics and ecological strategies on 
evolutionary trajectories of marine bacteria 

Dura, Mathilde 
A planktonic emerging model to address the mechanotransduction 
regulation of multicellularity 

Fan, Xiaoliang 
AI-driven decoding of diatom community dynamics under 
environmental changes 

Fiorile, Chiara 
Unraveling novel marine picophytoplankton-bacteria symbioses 
through genomics and co-cultures 

Gouzien, Corentin 
Environmental drivers of codon usage bias in marine bacterial 
genomes 

Guo, Kangli 
Marine fungal phosphorus metabolism coupled to organic matter 
degradation across particle sizes 

Henoch, Alexander 
Synteny-aware microbial pangenomes reveal blueprints of genomic 
variation  66 
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Hümmling, Jannis 
Differences in microbial community composition and dynamics in 
water and sea ice during the MOSAiC expedition 

 67 

Ibarbalz, Federico 
A combined Eulerian–Lagrangian exploration of plankton 
communities during coccolithophore bloom development in the SW 
South Atlantic 

 68 

Iorillo, Orsola 
Complexome profiling reveals protein interaction networks in marine 
protists 

 69 

Janin, Sarah 
Photosynthesis as a non-invasive diagnostic tool to study diatom 
responses to their environment: from single-cells to natural 
populations 

 70 

Kartha, Aiswarya 
Petroleum-degrading Alcanivorax and Alloalcanivorax reveal 
functional genomic diversity and oligotrophic survival strategies. 

 71 

Li, Shanhui Presenter: Bibby, Thomas 
Comparative Metatranscriptomics Reveals Nutrient Induced 
Mechanistic Changes in Photosynthesis of Southern Ocean 
Phytoplankton Communities 

 72 

Liu, Tian ren 
Iron acquisition mechanisms in Emiliania huxleyi  73 

Longo, Antonio 
Linking diatom genomic potential and expression in a coastal 
multi-omics observatory 

 74 

Maman, Alexander 
Discovery of RNA phosphorothioate modifications in anaerobic and 
thermophilic archaea: a dynamic backbone modification coupled to 
environmental adaptation 

 75 

Marec, Guillaume 
Molecular mechanisms of thermal acclimation in the Cylindrotheca 
closterium complex 

 76 
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Martone, Erica 
An integrated multi-omic approach to explore ecological and 
functional dynamics in coastal Pseudo-nitzschia spp. 

 77 

Muñoz Payá, Jorge 
An Arctic phage from Tara Oceans provides insights into the ecology 
of viral bilin biosynthesis 

 78 

Nadal-Molero, Francisco Presenter: Mehrshad, Maliheh 
Eco-evolutionary dynamics of active virus-host interactions in a 
freshwater lake: revealed through metaHi-C 

 79 

Nikolaishvili, Sophia 
Georgian Black Sea Diatoms Biodiversity in 2022-2024  80 

Nuñez, Diego Presenter: Mendoza, Sebastian 
Differential microbial potential among regions in the Chilean coast 
revealed by genome-scale metabolic modeling 

 81 

Oms, Laurina 
A modeling framework to investigate the role of ocean circulation on 
plankton genetic differentiation 

 82 

Palmer, Maxfield 
Investigating the molecular underpinnings of nutrient colimitation 
across a consortium of marine microbes 

 83 

Planat, Laurine 
PICNIC: Plankton Interactions from Cells to Networks: Isolation and 
Classification 

 84 

Porcel, Betina 
Convergent paths to parasitism in the ocean  85 

Priest, Taylor 
Diversity and dissemination of mobile genetic elements across 
microbial hosts and Earth’s ecosystems 

 86 

Revest, Flavie Presenter: Jamet, Jean-Louis 
Is Oithona the most abundant Copepoda in the world's ocean?  87 
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Riddell, James 
Distribution of Cyanophages Across the Global Surface Oceans  88 

Rijsdijk, Nadine 
Bridging single-cell RNA sequencing and population-level 
metatranscriptomics to uncover drivers of sexual reproduction in 
centric diatoms 

 89 

Rodríguez Miret, Xènia 
A new genome-scale metabolic model for Pseudo-nitzschia 
multistriata to better understand diatom functioning in an ecological 
context 

 90 

Sasaki, Hiroto 
Ocean meta-omics uncovers the in situ life cycle of elusive 
parmalean algae 

 91 

Sow, Swan Li San 
Modelling metabolic interactions of polar marine microbial 
communities 

 92 

Tillmann, Urban Presenter: Wohlrab, Sylke 
Finding a ghost: resolving one of the many sequence-only based 
environmental clades 

 93 

Toro-Llanco, Nicolas 
Biogeographic structure of coastal plankton along European coasts 
resolved from metagenomic k-mers 

 94 

Vasiljevic, Tea 
Diel rhythms and phase-specific cell cycle regulation in Calcidiscus: 
a flow cytometry approach 

 95 

Wang, Fengqing 
Seasonal dynamics and functional responses of particle-attached 
microbial communities over an annual cycle and their associations 
with phytoplankton blooms at Helgoland Roads 

 96 

Warsaw, Anna 
Building a microbiome: characterizing microbiome variation and 
assembly in Trichodesmium colonies 

 97 

Page 15 



 
EMBL Conference: A new view of plankton in the global ocean: celebrating 10 years of Tara 
Oceans 

Yepez, Yuri 
Haplotype-resolved assemblies reveal extreme within-individual 
genomic divergence in the planktonic chordate Oikopleura dioica 

 98 

Yogaranjan, Vitushanie 
Drivers of phytoplankton biogeography in the pacific ocean: from 
open ocean to coastal and coral surrounding waters 

 99 

Yu, Zhaoxi 
An AI-based framework for annotating 100 million genes in one hour  100 

Zhang, Yong 
Synergistic and antagonistic effects of ocean warming and 
acidification on phytoplankton carbon fixation and their mechanisms 

 101 

Zhao, Zihao 
Niche Partitioning of Marine Microbiota in Deep Ocean Organic Matter 
Cycling 

 102 
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