
Posters A-Z 

Abbas, Daniel 
Evolutionarily conserved spliceosome-exosome pathway in nuclear 
mRNA surveillance 

 47 

Albhilal, Waleed S. 
Rewriting the role of the yeast m6A writer complex in meiosis: a new 
function in translational control 

 48 

Amaya Ramirez, Cinthia Claudia 
Ribosome collisions lead to de novo L1 stalk methylation and cancer 
biomarker biogenesis 

 49 

Ambekar, Vijayalaxmi 
How does chloroplast translation help repair damaged 
photosynthetic proteins? 

 50 

Araujo, Maria 
The m6A reader YTHDC1 links niche-derived microRNAs to 
splicing-dependent genome stability in myelodysplastic syndromes 

 51 

Arecco, Niccolo 
Hunting for small molecules to understand the spliceosome 
machinery 

 52 

Arora, Rajika 
SRSF1 condensates enhance splicing by two mechanisms: RNA 
protection and surface exposure 

 53 

Arpa, Enes Presenter: Gatfield, David 
Loss of SMG6-dependent RNA decay suppresses hepatocellular 
carcinoma and reveals a role for NMD in endogenous dsRNA 
homeostasis 

 54 

Assenza, Salvatore Presenter: Chillón, Isabel 
Conserved architecture of a functional lncRNA-protein interaction in 
the DNA damage response pathway 

 55 

Athavudeen, Shameerudeen 
Systematic characterization of non-triplet alternative splicing reveals 
diverse regulatory outcomes 

 56 
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Azuma, Yukari 
Mechanistic insight into microRNA-responsive mRNA OFF switch  57 

Bader, Zein Presenter: Komiya, Reina 
 58 

 59 

 60 

 62 

 61 

 63 

 64 

 65 

Regulation and dynamics of the nuclear argonaute in rice 
reproduction 

Baev, Vesselin 
Dynamic expression of tRNA-derived fragments across the healthy 
human endometrial cycle 

Banik, Poulami Presenter: Stanek, David 
Targeted antisense oligonucleotide therapy rescues PRPF31 
expression in retinitis pigmentosa caused by a splicing mutation 

Barrey, Eric 
Antisense oligonucleotides targeting the SARS-CoV-2 genome to 
inhibit viral replication:  in vitro screening and infectious hamster 
model 

Bar-Yosef, Hagit 
Capturing active translation by GRASP-SeRP: a gel-free workflow 
for high-resolution mapping of co-translational interactions 

Baumgarten, Sebastian 
The repressive ribosome: functional characterization of a variant 
ribosomal RNA inhibiting protein synthesis 

Bax, Danique 
Genome-wide transcriptional noise dynamics in development 

Behrens, Gesine 
Mechanistic insights into cooperative mRNA target recognition and 
regulation by Roquin and Regnase-1 

Benetti, Natalia 
Dissecting long non-coding RNA function using in vivo synthetic 
biology 

 66 
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Bhandare, Pranjali Presenter: Bhandare, Pranjali; Mathew, 
Rose 

A role for late-stage spliceosome factors in RNA polymerase II 
transcription 

 67 

Biancolella, Antonio 
Revealing riboregulation of enzymes in a cell-free metabolic system  68 

Biayna Rodriguez, Josep 
The periphery of nuclear speckles defines a spatially and temporally 
regulated compartment of long-lived intron-retained RNAs that 
resolves during mitosis 

 69 

Birbaumer, Tosca 
The role of NUDIX enzymes in cellular metabolism and non-canonical 
mRNA capping 

 70 

Blümel, Nicole Presenter: Müller-McNicoll, Michaela 
Heat stress rewires NXF1 ribonucleoprotein complexes towards 
endogenous retrovirus surveillance 

 71 

Boreikaite, Vytaute 
Mechanism of spliceosome termination  72 

Braun, Gabriel 
Regulation of the mRNA decay-associated DEAD-box ATPase Dhh1  73 

Brehm, Martin 
One complex, two functions – how PETISCO works in piRNA 
processing and histone mRNA storage 

 74 

Busam, Jonas Presenter: Busam, Jonas 
Intron retention mediates selective sorting of mRNAs into nuclear 
speckles in response to hypoxia 

 75 

Buyannemekh, Khulganaa 
Profiling C. elegans pre-rRNA processing using Nanopore 
sequencing 

 76 
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Cai, Nguyen 
The role of Held-out wings RNA binding protein in neuroepithelial cell 
development 

 77 

Carnesecchi, Julie 
Structural plasticity of RNA recognition by homeobox transcription 
factors 

 78 

Carter, George 
Learning Representations for RNA Modifications  79 

Castagnetti, Francesco 
Human cerebellar organoids reveal RNA processing and translational 
defects underlying Pontocerebellar Hypoplasia 

 80 

Cataudella, Elisa 
A transiently amplifying and self-limiting NOVA2-ADAR2 circuit in 
endothelial cells. 

 81 

Cerda-Jara, Cledi 
MicroRNAs are required within a critical time window to define neural 
patterning during early human brain development 

 82 

Chaban, Anastasiia 
Functional coupling between ribosomal RNA transcription and 
processing guided by stable transcription factor binding 

 83 

Chattopadhyay, Ritaja 
Engineering spatiotemporal control of RNA degradation in cellular 
condensates 

 84 

Chaudhary, Sakshi 
Integrative analysis of hypoxia-responsive intron retention and rna 
localization 

 85 

Chaudhuri, Anusha 
The biallelic lncRNA LINC00106 couples HNRNPK binding to 
endothelial dynamics in cardiovascular regulation 

 86 

Chen, Yicong Presenter: Fujiwara, Toru 
Arabidopsis thaliana ribosomal proteins have specific roles in 
translation of transporter mRNAs and nutrient responses 

 87 
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 88 

 89 

 90 

 91 

 92 

 93 

 94 

 95 

 96 

Cheng, Lu 
RNA secondary structure prediction from nanopore direct RNA 
sequencing 

Choudhari, Neha 
Role of m6A mRNA demethylase FTO in regulation of 
spermatogenesis and male fertility 

Chowdhury, Shreyam 
Mevalonate biosynthesis influences RNA-binding activity of the 
non-canonical RBP ATP-Citrate lyase 

Ciesiolka, Adam 
Deciphering novel roles of MBNL splicing factors in RNA metabolism 
and their relevance to myotonic dystrophy 

Clemens, Eileen 
Cap-adjacent 2′-O-ribose methylation of RNA in C. elegans is required 
for postembryonic growth and germline development in the presence 
of the decapping exonuclease EOL-1 

Cleynen, Alice 
Transcript-resolved RNA stability profiling reveals conserved 
degradation programs across species and disease 

Coletta, Micaela 
When a single eIF4E is all you have: insights into translational 
control in the glacier stonefly Andiperla morenensis 

Corre, Morgane 
Multi-faceted transcriptomic analyses to decipher HIV infection and 
latency 

Cox, Lachlan 
Intrinsically disordered peptides as structure-selective chaperones 
for non-canonical RNA folding 

Czeladzka, Marta 
Quality control of spliceosome through TriC/CCT chaperonins  97 
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Czerniak, Tomasz 
Towards a molecular understanding of RNA–lipid interactions in 
biological systems 

 98 

DeJesus, Veronica 
Understanding the biological function of CMTR1 (cap 
methyltransferase 1) by characterising RNA interactions. 

 99 

Demo, Gabriel 
Visualization of IF1- and IF2-driven translation initiation in bacteria  100 

Despic, Vladimir 
Isotope-free mapping of protein-RNA interactions at single-nucleotide 
resolution by iCLIP3 

 101 

Destounis, Dimitrios 
Non-canonical RNA-binding proteins in heart  102 

Di Fraia, Domenico 
The role of introns in ribosomal protein splicing and lifespan control  103 

Dias, Gabriela 
Splicing regulator UHMK1 is associated with immune pathways in 
melanoma cells 

 104 

Donnachie, Kate 
Evidence for cytoplasmic allosteric activation of the 
N⁶-methyladenosine writer complex in budding yeast 

 105 

Dou, Yuhui 
Investigating Molecular Principles of Co-Translational Protein 
Complex Assembly with Single-Molecule Imaging 

 106 

Drobysheva, Arina Presenter: Hör, Jens 
ApeA cleaves genomic RNA to defend against RNA phage infection  107 

Emmaneel, Martin 
Single non-A nucleotides in the poly(A) tail remodel 3′UTR structure 
to alter premature translation termination 

 108 
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Fang, Linglan 
Oxidation rewires RNA stereochemistry to program inflammatory cell 
death 

 109 

Fanny, Lebois 
Sequential transcriptional and post-transcriptional buffering 
preserves gene expression upon Tip60 depletion 

 110 

Faturova, Jana Presenter: Riha, Karel 
Cajal body assembly factor is required for cell fate transition  111 

Forstner, Anna Presenter: Lin, Shuang; Forstner, Anna 

RNA-binding protein Rbp95 is composed of two functional domains 
with distinctive interaction profiles 

 112 

Franco, Claudia Presenter: Franco Claudia, Valerio Perticaroli 
Crosstalk between CPEB1 and miR-135 family members  113 

Fuhrmann, Erik 
Extended poly(A) tails are a shared feature of herpesvirus mRNAs  114 

Furlan, Monique 
RNA surveillance under cellular stress in Saccharomyces cerevisiae  115 

Gajduskova, Pavla Presenter: Blazek, Dalibor 
Phosphorylation of SF3B1 by CDK11 orchestrates spliceosome 
activation via SNIP1-dependent RES complex recruitment 

 116 

Garcia Campos, Miguel Angel Presenter: Nir, Ronit 
Pan-Mod-seq: Wide-spread temperature-induced chemical 
modifications thermostabilize ribosomes 

 117 

Gaviraghi, Marco 
Understanding the functional role of stable lariat RNAs in 
monocyte-to-macrophage differentiation 

 118 

Ghosh, Japita 
Regulation of human HBB expression by non-canonical translation in 
the 3′ untranslated region 

 119 
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Giacomelli, Chiara Presenter: Landthaler, Markus 
Dissecting the function and mRNA specificity of key eukaryotic 
translation factors by rapid degradation and multi-omics approaches 

Girbig, Mathias 
Mechanistic insights into RNA exosome evolution through molecular 
machine resurrection 

Gluck, Avi 
Mechanistic dissection of SARS-CoV-2 NSP1-mediated mRNA 
degradation 

Gnidovec, Luka 
Regulatory feedback roles of multivalent sequences in mRNAs 

Gomes Júnior, Rubens 
CSDC2, an RBP essential to cardiomyocyte commitment during 
cardiac differentiation in hiPSC 

González-Pérez, Clara 
A latent layer of molecular complexity in pancreatic cancer: 
functional insights into a recurrent U5 snRNA variant 

 125 

Gopinath, Srikar Krishna Presenter: Giraldez, Antonio J. 
 126 

 127 

 128 

Functional impact of 5'UTR variants in human disease 

Goren, Niv 
A segment-level atlas of RNA localization in C. elegans embryos 
reveals cytoplasm-enriched introns and a contribution of circular 
RNAs 

Gorey, Sakshi 
Regulation of protein abundance in neurons by selective translation 
of 3′UTR isoforms 

Gottfried, Xander 
Maternal RNA expression is required for zygotic transcription in C. 
elegans 

 129 
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Gouhier, Toni Presenter: Badis, Gwenael 
Nonsense-Mediated mRNA Decay largely targets short poly(A)-tailed 
mRNAs lacking a premature termination codon 

 130 

Grabowski, Anna 
The role of noncoding RNA Norad in tissue homeostasis and 
regeneration during aging 

 131 

Graca, Adrianna 
From interaction interfaces to complex architecture: structural 
studies of N4BP1 in human decapping complex 

 132 

Granata, Giulia 
Unveiling mechanisms of RBM10 function in pancreatic cancer  133 

Grassi, Debora 
NF-YA isoform switching drives aggressiveness in bladder cancer  134 

Guerrini, Dario 
Pre- and post catalytic structures of the complete yeast m6a writer 
complex 

 135 

Gugnoni, Mila 
Linc00941 acts as a co-translational regulator to buffer cellular stress 
and prevent immunogenic cell death in mesothelioma 

 136 

Guzman, Camila 
Exploring the role of the RNA decapping complex in viral infection of 
mouse embryonic stem cells 

 137 

Hafner, Jutta Presenter: Pertschy, Brigitte 
A bifunctional H/ACA snoRNP mediates both pseudouridylation and 
rRNA scaffolding during ribosome assembly 

 138 

Halder, Marc 
Beyond translational activation: a functional switch in ePAB during 
meiosis 

 139 

Hallacli, Erinc 
alpha-synuclein; is it a mediator between lipids and P-bodies?  140 
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Hamedi, Shakiba 
Decoding transposable element-derived cis-regulatory and RNA 
functional elements in long non-coding RNAs 

Han, Heejeong 
Structure-Guided Cas13b crRNA Design Enables Potent Suppression 
of Hepatitis C Virus Infection and Hepatocellular Carcinoma 

Hanisch, Malou 
Expanding the riboswitch lexicon: affinity pull-down unveils 
preQ1-dependent noncanonical translational regulation 

Hartmann, Sina 
A glimpse into the activation of the pas–antar–lov photoreceptor by 
time-resolved serial x-ray crystallography 

Haselhorst, Sophie Helene 
Riboregulation - the moonlighting function of the Aldolase family in 
acute kidney injury and nephroprotection 

Hashmshony, Tamar 
Alternative polyadenylation preserves regulated isoform usage 
across single cells 

Hassanain, Hiba 
DNMT3B-RNA interactions link transcribed Alu elements to 
gene-body DNA methylation in human embryonic stem cells 

Hazra Dutta, Parakbritta 
Waiting for the right moment: investigating spatiotemporal 
translational regulation of oskar mRNA in the germline of Drosophila 
melanogaster 

Heber, Simone 
Reconstitution of oskar RNA transport elucidates the mechanisms 
behind RNP remodeling and motor-switching 

Heidari, Anastasia 
SRSF6 overexpression induces hypertrophic cardiac remodelling  150 
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Helena-Bueno, Karla 
Not all bacteria are E. coli: uncovering novel mechanisms of 
ribosome hibernation in understudied bacterial clades 

 151 

Henderson, Jeremy 
Programmable RNA cleavage with MpaAgo: principles, guide design, 
and emerging applications 

 152 

Higashi, Taishi 
Transformable polymer for targeting delivery for biopharmaceuticals  153 

Janjoš, Urška 
Assessing the function of conserved cryptic splice sites in Hnrnph1 
introns 

 154 

Jantsch, Rebeca 
Roles of the TRAMP complex in ribossomal RNA degradation of 
aberrant pre-60S particles 

 155 

Jezowski, Jakub 
Mumps virus-induced structural reorganization of the cellular host 
machinery 

 156 

Johan, Ambre 
Study of the role of the prion-like protein Whi3 in RNA binding and 
gene expression regulation. 

 157 

Jozwiak, Monika 
Global in vitro and in vivo mapping of functionally relevant RNA 
structural motifs in human p53 mRNA 

 158 

Jurak, Stoyanka Presenter: Gozmanova, Mariyana H. 
Integrated virome and host small RNA profiling of Petunia hybrida in 
Bulgaria 

 159 

Kansal, Radhika 
Integrated rna-seq and me-rip seq reveal mettl3-driven m6A changes 
in the skeletal muscle of diabetic mice 

 160 

Page 21 



 161 

 162 

 163 

 164 

 165 

 166 

 167 

 168 

 169 

 EMBO | EMBL Symposium: The complex life of RNA 

Kapoor, Rupali 
Insights into La Crosse orthobunyavirus transcription termination

Kaulich, Eva 
Translation gates the activity-dependent synaptic RNA landscape 

Kaulich, Manuel 
RNA exosome-dependent transcriptional adaptation buffers gene 
essentiality 

Knickel, Moritz 
Investigating how oncoprotein-induced hyperproliferation impacts 
co-translational protein complex assembly in transformed mouse 
livers 

Koch, Philipp 
A local rRNA-protein interaction map reveals rRNA expansion 
segment-associated proteins on the ribosome in human 
macrophages 

Kontogiannis, Stefanos 
Real-time, single molecule visualization of translation dynamics and 
mirna function in a living animal 

Koskova, Zuzana 
A two-step chromosome-retention mechanism enables pre-rRNA 
inheritance through mitosis 

Kotte, Ana 
Insulin synthesis is sustained by Tent5 poly(A) polymerases 

Kramarek, Michal 
Non-canonical U1 and U6 snRNA binding registers govern splice site 
choice in the STAT3 tandem donor 

Krasnykov, Kyrylo 
Decoding translational regulation during early gonadal 
development: insights into 5′UTR-mediated control of cellular 
trajectories 

 170 
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Kuck, Meret 
Towards in vivo multi-color single-molecule imaging of bacterial gene 
expression 

 171 

Kurscheidt, Katharina 
Composite SMG5-SMG6 PIN domain formation is essential for human 
nonsense-mediated mRNA decay 

 172 

Kvasov, Nikita 
Dissecting translation-dependent mRNA targeting to mitochondria  173 

Laghrissi, Hiba 
Investigation of translational regulation during neuronal aging  174 

Larghero, Irene 
The tumor suppressor protein p53 fine-tunes the unfolding protein 
response (upr) 

 175 

Lassandro, Michelangelo 
RNA recognition and modification by the eukaryotic m6A writer 
complex 

 176 

Latowska-Lysiak, Julia 
Tangled fates: a reciprocal regulatory circuit between circular and 
linear ATXN10 transcripts 

 177 

Latzko, Lisa Presenter: Archangelo Fröhlich, Leticia 

The uhmk1 kinase regulates alternative splicing of splicing regulatory 
genes in melanoma cells 

 178 

Lau, Benjamin 
Efficiency through condensation: How biomolecular condensates 
boost bacterial rRNA transcription 

 179 

Le Collen, Denez 
A distinctive regulation of transcription termination is critical for the 
maintenance of cellular quiescence 

 180 
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Lee, Hanju 
GARFold: Massively parallel GPU-accelerated RNA secondary 
structure prediction 

 181 

Lence, Tina 
Dissecting the assembly line of the SSU processome  182 

Leong, Jia Xuan 
Ribosome profiling reveals widespread translational control across 
developmental stages in the brown alga Ectocarpus 

 183 

Li, Jiaqi 
The novel wobble uridine modification factor EISCAP is required for 
physiological mcm5s2U 

 184 

Licyte, Janina 
Analysis of non-canonical 5’-RNA caps and decapping activity of 
Nudix hydrolases in lactic acid bacteria 

 185 

López Perrote, Andrés Presenter: Chillón, Isabel 
CONCR lncRNA organizes a 3´-end structural domain that engages 
DDX11 for DNA replication and sister chromatid cohesion 

 186 

Lv, Fanyang 
An RNA-targeting ADP-ribosyltransferase toxin uncouples mRNA 
stability from productive translation 

 187 

Macedo de Vasconcelos, Luisa 
Zinc increases stress granule formation by promoting RNA 
condensation. 

 188 

Mager, Maximilian 
NRDE2 is a positive regulator of the RNA helicase MTR4  189 

Mahapatra, Madhusmita 
Translation-dependent mRNA turnover as a function of 
panepitranscriptomic interactions 

 190 

Maier, Nils Holger 
Beyond splicing: The function of Msl5 in transcription and nuclear 
mRNP assembly 

 191 
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Mamot, Adam 
Transcription-driven phase reorganization of nucleic acids at 
membrane surfaces 

 192 

Marcuccio, Fabio 
Regulation of mRNA homeostasis by cytoplasmic poly(A) binding 
proteins 

 193 

Marini, Alberto Presenter: Pagliarini, Vittoria 
HnRNP C binding to inverted Alu elements protects the transcriptome 
from pre-mRNA circularization 

 194 

Martinez Seidel, Federico 
A conserved CCC codon bias in collagen transcripts requires 
ADAT2-mediated tRNA inosine modification for fibroblast 
extracellular matrix production 

 195 

Martins Pinto, Mélanie 
Translational remodeling of polyamine metabolism during human 
embryonic stem cell differentiation 

 196 

Masante, Linda 
An alternative end of the story: how do CPEBs act on neuronal RNA 
metabolism? 

 197 

Matsumoto, Sora 
Toehold exchange enables subcellular imaging of small RNA 
fragments 

 198 

McRae, Madeline 
Developing macrocyclic peptide inhibitors against a bacterial 
receptor for antibiotic leads 

 199 

Meyer, Julia Presenter: Heber, Simone 
Translation repression is mediated by biomolecular condensation  200 

Mghezzi-Habellah, Makram 
Viral hijacking of RBM8A to regulate ribosome density and to 
enhance SARS-CoV-2 frameshifting 

 201 
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Mickute, Milda 
Small regulatory RNAs and lactococcal responses to cell 
wall-targeting antimicrobials 

 202 

Migliorati, Daniele Presenter: Fava, Luca 
Uncovering resistance to METTL3 inhibitors through massively 
parallel base editing 

 203 

Mikl, Martin 
Hidden full-length proteins encoded by alternative reading frames in 
human genes 

 204 

Mishra, Pratyush 
A role for transcriptional adaptation in modulating phenotypic 
variability in LDLR-associated familial hypercholesterolemia 

 205 

Mishra, Sneha Presenter: Mishra, Sneha; Nielsen, 
Jonas Thykjær; Bugai, Andrii 

Nuclear fate determinants of pA+ RNA  206 

 207 

 208 

 209 

 210 

Mohapatra, Biswajit 
The ubiquitin-like protein Hub1/UBL5 functions as a kinetic 
regulator of pre-mRNA splicing 

He, Dandan
Spliceosome integrity sustains productive RNA polymerase II 
elongation

Mueller, André 
Splicing and beyond: the co-regulatory function of the ASAP/ PSAP 
complex in the early mRNA lifecycle 

Mueller, Felix 
How do embryonic stem cells defend against viruses? 

Mukherjee, Avik 
Cytoplasmic recapping commences the translation of a arsenite 
stress responsive micropeptide from its target long non coding 
RNA MALAT1 after the removal of an inhibitory RNA G-quadruplex 
motif 

 211 
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 212 

 213 

 214 

 215 

 216 

Muñoz, Juan Cristóbal 
Oxaliplatin induces translation stress through the formation of RNA-
protein crosslinks 

Musilová, Pavla 
ADAR1 deficiency reprograms host immunity and promotes 
resistance to blood-stage malaria through loss of peripheral CD8+ T 
cells

Na, Hansoll Presenter: To Bao, Ngoc 
Detection of putative bifunctional genes through  genome-wide 
long-read RNA sequencing and polysome profiling 

Naarmann-de Vries, Isabel S. 
Elucidating the interplay of m6A and pseudouridine by 
single-molecule direct RNA-sequencing 

Naghizadeh, Mohsen 
An unexpected role of nonsense-mediated mRNA decay in familial 
hypertrophic cardiomyopathies 

Narasimhan, Srinaath 
Nuclear microRNA-29b enhances 5’ cap methylation of mRNA targets 

 217 

Nick, Carola 
tRNA modifications as an underappreciated regulatory interface 
during host-fungal interactions 

 218 

Noe, Yannic 
Novel mitochondrial functions of the nuclear RNA-binding protein 
hnRNP L 

 219 

Noronha-Estima, Cláudia 
A FOXP3-miR-34c feedback circuit fine-tunes human regulatory T cell 
differentiation 

 220 

Oksanen, Marika 
RNA dynamics during megakaryocyte differentiation  221 

Olthof, Anouk 
Promoter-proximal pausing enables transcriptional buffering of RNA 
polymerase II availability 

 222 
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 228 

 229 

 230 
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 232 
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Ontiveros, Nancy 
Rfam 15.0 and beyond, the latest updates on the ncRNA families 
database. 

Orio Tejada, Julia 
Mechanical regulation of nuclear mRNA splicing in muscle cells 

Ortale, Aurelio 
Regulating the giants: single-molecule insights into the transcription 
and processing of large mRNAs in muscle cells 

Owczarek, Ewelina Patrycja 
Cytoplasmic polyadenylation shapes pancreatic transcriptome and 
stabilizes insulin mRNA 

Owuamalam, Precious 
A cytoskeletal layer of control for endothelial mRNA localisation 

Oza, Harsh Vinodkumar 
Splicing-dependent remodeling of messenger RNPs licenses nuclear 
export at nuclear speckles 

Papafoti, Maria 
Understanding RNA granule composition, distribution and regulation 
in cells and embryos 

Pauli, Jessica 
Integrated single-cell and spatial transcriptomics identify DLX6-AS1 
as a driver of smooth muscle cell transition in human atherosclerosis 

Peter, Jackson Presenter: Zuber, Hélène 
mRNA uridylation, a post-transcriptional process regulating seed 
maturation and primary dormancy 

Peter, Laura 
Decoupling RNA length from smFISH detectability using an in 
silico-designed splicing‑ and export‑neutral 3′UTR module 

Petrera, Valerio 
Myc-dependent microexon splicing program sustains stemness 
potential in high-risk medulloblastoma cells 

 233 
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Philippe, Celine 
The Unfolded Protein Response governs an Alternative Splicing 
program conserved from healthy to malignant cells 

 234 

Piasecka, Agnieszka 
MBNL proteins regulate MEF2C isoform switching through mutually 
exclusive splicing during myogenesis 

 235 

Pigalchuk, Inna Presenter: Slobodin, Boris 
Collateral cellular checkpoints drive global mRNA stabilization in 
genotoxic stress 

 236 

Pinto de Carvalho, Sara Luisa 
Identification of two novel SUZ-domain proteins in 
nonsense-mediated mRNA decay 

 238 

Pinto, Francisco Presenter: Gama-Carvalho, Margarida 

From RNA-binding proteins to conserved protein interaction 
modules: translating Drosophila transcriptomic networks into human 
models of motor neuron disease 

 237 

Podszywalow-Bartnicka, Paulina 
Transcriptional readthrough and alternative splicing adaptation for 
cancer cell therapy resistance 

 239 

Poetz, Fabian 
Systematic characterization of the extended AT-hook protein family in 
mouse embryonic stem cells 

 240 

Priya, Srishti 
Metabolic control of alternative splicing: regulated intron retention 
integrates circadian and nutritional signals to shape gene expression 

 241 

Ptok, Johannes 
Modeling position-dependent 3’ splice acceptor regulation in viral 
and eukaryotic splice sites by splicing regulatory elements 

 242 

Radivojevic, Nenad 
Molecular mechanism of coilin interaction with core snRNPs  243 
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Raffl, Gerald 
Redundant intron clearance by XRN2 and NEXT maintains nuclear 
RNA homeostasis 

 244 

Raheja, Harsha 
Cap-specific second nucleotide ribose methylase CMTR2 is required 
for transcriptome transition during mammalian germline development 

 245 

Rains, Addison 
"Mechanisms of translational stress following ultra-violet radiation in 
human dermal fibroblasts" 

 246 

Ralijaona, Liva Presenter: Pollet, Sophie 
Long-read transcriptomics reveals coordinated melanocytic 
reprogramming and mitochondrial dysfunction in equine melanoma. 

 247 

Ramesohl, Daniela 
An exonic RNA secondary structure downregulates the usage of an 
alternative 3’ splice-site in CD19 exon 2 

 248 

Ranieri, Alessia 
PUS7 is a novel replication origin regulator acting through 
pseudouridylated RNAs and ORC1 

 249 

Rea, Jessica Presenter: Stortini, Gaia 
LINC00205 acts as a multivalent scaffold promoting FUSP525L 
recruitment into Amyotrophic Lateral Sclerosis stress granules 

 250 

Ristová, Michaela Presenter: Seidler, Johanna 
 251 

 252 

The RNA-binding protein Pin4 links post-transcriptional and 
transcriptional responses during glucose withdrawal in yeast 

Rivera, Carlos 
Architectural and functional plasticity of the SINE-derived B2 
repressive ribozyme 

Robalin, Nicolas 
TRMT2A loss triggers tRNA modification switching from m5U to Ψ 
and proteome remodeling 

 253 
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 254 

 255 

 256 

 257 

 258 

 259 

 260 

 261 

 262

 263 

Roithova, Adriana 
Silent ribosomes and T Cell readiness: translational control of 
immune quiescence 

Rossini, Orlane Presenter: Shirokikh, Nikolay 
Convergent, program-specific cis-regulation shapes the multi-layer 
translational response of starved yeast 

Rothe, Patricia 
Structural basis of native exon junction complex assembly during 
human pre- mRNA splicing 

Rotsch, Alexander 
Mechanism of co-transcriptional cap snatching by the influenza 
polymerase 

Rowe, Katherine 
ER stress-responsive mRNA sequence designs modulate protein 
expression to dramatically reshape the cellular response to stress 

Rudler, Danielle Presenter: Cleynen, Alice 
T2G: fast and accurate transcriptome-to-genome BAM liftover for 
short- and long-read RNA-Seq 

Ruscica, Vincenzo 
XRN1 supplies free nucleotides to feed alphavirus replication 

Safhauzer, Monika 
Multilayered regulation of yeast DAL2 involving upstream open 
reading frames and nonsense-mediated decay 

Säflund, Martin 
Evolutionarily labile pachytene piRNAs target an altered set of 
mRNAs in male hybrids of house mouse subspecies 

Salek, Kimia
Fet fusion sarcomas remodel mRNA stability programs with 
stress-response relevance

Sanborn, Owen 
AGO2 mutations associated with neurodevelopmental disease 
disrupt miRNA targeting fidelity 

 264 
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Sathyan, Dhrisya 
Development of a next generation RNA-centric proximity labeling 
platform 

 265 

Schmidt, Tobias 
eIF4A1 links translation initiation with proteostatic control  266 

Scholten, Gijs-Jan Presenter: Billau, Franziska 
What drives siRNA activity and durability? Insights from liver 
spheroids 

 267 

Schönfeld, Jonas Presenter: Schönfeld, Jonas; 
Sankaranarayanan, Srimeenakshi 

Acute U2AF2 depletion reveals widespread kinetic delays in nascent 
RNA splicing 

 268 

Schumann, Nils 
Order from disorder: a coiled-coil domain drives Rbfox1 stress 
responses 

 269 

Schumann, Nils Presenter: Shcherbata, Halyna 
Argonaute 1 regulates rRNA processing and cell growth in the 
nucleolus via snoRNPs 

 270 

Schwartz, Anton 
The non-coding RNA BC200 controls chemoresistance and 
reactivation of breast cancer cells through translational regulation of 
target mRNAs. 

 271 

Schwartz, Schraga 
A cross-evolutionary dissection of the thermoregulated ribosomal 
epitranscriptome 

 272 

Scullard, Lucy 
YB1-binding to RNAs is spatially regulated by signalling in 
endothelial cells 

 273 
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