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Attias, Batel
Elucidating the true biological signals in enrichment analysis 40

Ballesteros Villascan, Judith

Ceramic Age genetic relationships of ancient individuals from the 41
Dominican Republic

Barton, Alison Presenter: Barton, Alison; Reich, David

Convergent human adaptation during parallel subsistence transitions 42
across Eurasia

Bourbonnais, André

Deletion linked to male infertility found in two neanderthal Y 43
chromosomes

Bowman, Brooke
From regional population dynamics to local histories: genomic 44
insights from Chitral, Pakistan

Brielle, Esther

Buried in two places: lineages from elite Maya tombs also found in 45
distant caves

Carrion, Pablo

Mediterranean networks and the human landscape of Roman 46
Southern Iberia

Choin, Jérémy

A genetically previously unrecognized central contribution of the 47
southern Congo Basin to the Bantu settlement of south central Africa

Coll Macia, Moisés

Modelling independent archaic admixture events in modern humans 48
Cooper, Leo
New methods for Y chromosome lineage analysis in ancient DNA 49

applied to the Slavic dispersal
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Cousins, Trevor Presenter: Cousins, Trevor
Evidence for a previously unknown major admixture event in the
common evolutionary of Neandertals and Denisovans

Curry, Roslyn

Ancient DNA from Paquimé reveals deep regional continuity and
interregional connections in Northern Mexico

Domarkiene, Ingrida
Establishment of power structures in Late Roman — Migration Period
Lithuania: the case of Taurapilis chieftain

Fernandes, Daniel
Estimation of archaeological site occupation time spans using
genomic admixture and radiocarbon dating

Flegontov, Pavel

Optimized manifold learning reveals early Slavic-associated ancestry
and fine-scale ancient Eurasian structure

Flegontova, Olga
Genetic landscape of the Scythian world

Fournier, Romain

LDate: an expectation-maximization approach for dating ancient
genomes

Gaens, Noah

Genomic history of urbanization and demography in medieval
Flanders

Gerber, Daniel

Bioarchaeological analyses of human bone remains from the
Remete-Fels6 Cave (Hungary) diversifies our knowledge on regional
Pleistocene and Mesolithic biogeography

Guevara Lépez, Juan Carlos
Reconstructing the demographic history of the Romani people
through modern and ancient genomes
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Gyuris, Balazs
Comprehensive genetic and bioarchaeological analysis of an
exceptionally rich early medieval community

Harney, Eadaoin
Ancient-to-modern identity by descent (IBD) analysis using the
23andMe research database

Hueck, Jessica
Reconstructing Gloucester's population history over the last 2,000
years through ancient genomics.

Iraeta-Orbegozo, Miren Presenter: Anchieri, Lucas
A high-coverage genome reveals a young female of Aegean ancestry
aboard the Antikythera shipwreck

Jang, Sara
Delineating multi-layered origins of human populations in Beringia
using ancient and present-day genomes

Kim, Donghee
Ancient genomes illuminate the origins and dynamic history of East
Asian cattle

Koci, Jan

Re-evaluating Principal Component Analysis for visualizing spatial
population structure: insights from simulated 2D stepping-stone
landscapes

Kozulin, Chen Henrik
Epigenetics of ancient Pannonia populations
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Liu, Tianxiang
The genetic history behind cultural diffusions and early-stage social
organization of the Neolithic southeastern Mongolian Plateau

Mamchur, Bohdan
Optimized manifold learning and IBD analyses reveal remarkable
genetic diversity in the Cherniakhiv-culture population

Maravall Lépez, Javier
Ancient DNA reveals that natural selection has upregulated the
immune system over the last 10,000 years

Matijas, Amandine Presenter: Brun, Christine
The ancient human interactome: how the protein-coding variants of
ancient humans impact the protein-protein interaction network

Michel, Megan
plAlgue: a deep learning framework for pathogen detection in ancient
metagenomic datasets

Molokwu, Chidi

Comparative genomics at prostate cancer risk loci to identify
prostate cancer predisposition genes in ancient and modern humans

Morez, Adeline
The Neanderthal in the UK Biobank
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Nagele, Kathrin
Ancient genetic diversity and population structure in the early
settlers of the Insular Caribbean

Nicolini, Valeria
Rediscovering the genomic identity of unknown museal specimens

Ozdemir, Yusuf Can

Realm-wide genomic analyses indicate distinct marriage networks
and contrasting allele frequencies in the Avar period

Papac, Luka Presenter: Schiffels, Stephan
Genetic differentiation amid heightened mobility in Iron Age
Southeastern Europe

Pathak, Ajai K
Population-specific haplotype fingerprints from identity-by-descent
sharing landscapes

Pérez-Marco, Santiago
Assessing recent human demography through simulations and
runs-of-homozygosity

Puello Mora, Catherine
EquiY: a tree-aware framework for horse Y-chromosome
classification and refinement

Rodriguez, Ricardo
Fine-scale reconstruction of regional admixture dynamics and
sex-biased contributions across Mexico
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Schutz, Oszkar
Archaeogenetic investigation of Gepid Period cemeteries from the
eastern parts of the Carpathian Basin

Seferidou, Eleni
Trinidad at the crossroads of ancient American populations

Serradell Noguera, Jose Miguel
On the limits of introgression: the early out of Africa conundrum

Sousa da Mota, Béarbara
Ancient cattle DNA from Pastoral Neolithic of Kenya and Tanzania
reveals the origins of African Bos taurus

Szécsényi-Nagy, Anna
Population structure and mobility in Roman frontier communities of
the Carpathian Basin

Tabin, Daniel
The pan-European impact of the Balkan hunter-gatherers

Tarantino, Riccardo Presenter: Romano, Valentino
The prehistory of Sicily: PCA of ancient genomes across the
Pleistocene—Holocene transition and agent-based modelling of
Epigravettian—Mesolithic demography

Vallini, Leonardo

Demography and life histories across the roman frontier in Germany
400-700 CE
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Van Tiel, Britta

Ancient genomic insights into the high-status Hunnic tomb from
Conduratu

Villalba-Mouco, Vanessa

Reconstructing the genomic history of the Balearic archipelago in the
Western Mediterranean

Vyazov, Leonid

Ancient genomes redate the early Slavic dispersal to ~150 CE and
revise Migration-period population history from the Roman limes to
the Volga

Waldman, Shamam
Medieval genomes reveal a dual origin for Ashkenazi Jews

Wang, Tianyi
Detecting deep-time selective sweeps from extended regions of
capped genealogies

Xue, Jiaming
Improving short IBD detection in ancient and low-coverage genomes

using a benchmark-based evaluation framework

Yeum, Heeseung
Investigating the Pleistocene population history of muskox in Eurasia
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