Posters A-Z

Agrawal, Himani
Unlocking the evolutionary attributes of immunity-related
myrosinases in Arabidopsis thaliana

Behl, Rachna
Multi-generational impact of future climate conditions on Arabidopsis
thaliana redox homeostasis, epigenome and phenotype

Bibi, Androniki
Genome sequencing, assembly and annotation of the carob tree,
Ceratonia siliqua (Eudicots:Fabaceae)

Blank, Tim
The adaptive potential of the leaf economics spectrum in the
Brassicaceae

Bose, Monidipa
Comprehensive study of the novel CYP81F enzyme family members
from Brassicaceae plants

Bulut, Mustafa
Natural genetic variation of thermal proteome stability with emphasis
on RuBisCO

Chen, Jiawen
Starching point: understanding the biochemistry of starch granule
initiation in Arabidopsis and wheat

Chowdhury, Arpita
Deciphering the leaf code: genetic and epigenetic insights into
TCP-mediated morphogenesis in Arabidopsis thaliana

De Jager, Nicholas Presenter: Shukla, Varsa
Adaptive potential of sulfate content in Arabidopsis thaliana

Domingues, Douglas

Genome-wide analysis of lipoxygenase genes in Coffea species:
differential expression and enzymatic activity influenced by hexanoic
acid
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Florean, Matilde Presenter: Koliner, Tobias
Reinventing metabolic pathways: independent evolution of
specialized metabolites in flowering plants

Hayashi, Koki
Metabolite profiling of Arabidopsis epiRILs for the identification of
epialleles

Helusova, Lenka
GH3 and ILL Spotlight: mapping auxin conjugation machinery in
tobacco by-2 cells

Ichino, Takuji

Lipid transfer protein facilitates apoplastic secretion of lipophilic
specialized metabolites by interacting with the biosynthetic enzyme
in a boraginaceaeous medicinal plant

Jiang, Bin Presenter: Wang, Haijun
Characterization and heterologous reconstitution of Taxus
biosynthetic enzymes leading to baccatin lll

Kamileen, Mohamed Omar
Oxidative tailoring of alkaloid scaffolds in Tabernanthe iboga

Kellari, Loukia
A beneficial fungal endophyte triggers RNA silencing to an intronless
but not to an intron-containing host reporter gene

Kowalczyk, Justyna
Sequencing and comparative analysis of genomes provide insights
into a diversity of cell wall architecture in unicellular green algae

Lalak-Kanczugowska, Justyna

Molecular basis of phytochelatin synthase function in
pathogen-triggered indole glucosinolate metabolism in the
Brassicaceae family

Leja, Katarzyna
AT4G25290 from Arabidopsis thaliana represents a novel protein
group and is involved in plants stress responses
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Lin, Ruoxi
Defining diterpene diversity in Coleus

Mao, Jian-Feng

LTR-checker: deep-learning (DL) guided structural identification of
LTR retrotransposon providing decreased computation demand and
high flexibility

Nguyen, Le Han
Transcriptome analyses reveal 12 conserved orthologs likely
involved in carpel formation of Eschscholzia californica

Nicol, Lauren
Functional analysis of the cytochrome P450 71B subfamily

Nolte, Nadja
Exploring allele-specific expression in tetraploid potatoes using
long-read RNA sequencing

Ofir, Gal
F-box proteins - the second most diverse family of Arabidopsis genes

Paponov, Martina Presenter: Paponoy, Ivan
Species-specific responses in Artemisia annua and Hypericum
perforatum to heterogeneous nutrient supply: implications for root
exudation and secondary metabolite accumulation

Perkovic, Milana

Decoding the biosynthetic pathway of the anticancer alkaloid
piperlongumine in Piper fimbriulatum plant using metabolomics and
transcriptomics

Perkowska, Izabela

The role of dioxygenases conserved in land plants in Arabidopsis
responses to environmental stresses - interplay between oxylipins
and flavonoids

Petroll, Romy
Genomic evolution underlying red algal species diversity
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Priego Cubero, Santiago Presenter: Becker, Claude
Evolution and diversification of the momilactone biosynthetic gene
cluster in the genus Oryza

Priego Cubero, Santiago
Sub-functionalisation and epigenetic regulation of a biosynthetic
gene cluster in Physalis grisea

Schmidt, Vojtech
From algae to land plants: tracing the evolution of phytohormone
biosynthesis

Singh, Kumar Saurabh
Deciphering metabolic pathways in plants using meantools: a
multi-omics approach

Smit, Samuel
Exploring specialised metabolism in the mint family of plants using
comparative genomics

Suresh Kumar, Jisha
The genetic basis of temperature mediated plasticity in Cardamine
hirsuta

Van Beirs, Caroline
Branching out: unravelling novel functions of the phenylpropanoid
pathway in moss

Vletsos, Panagiotis
Developing a synthetic biology toolbox for metabolic engineering of
the legume crop plant trigonella foenum-graecum

Yu, Xinshui
Application of thermal proteome profiling for the discovery of
biosynthetic enzymes in plants

Zhu, Yuling

Discovery and functional study of a laccase with unique catalytic
function in Morus alba

Page 14

71

72

73

74

75

76

77

78

79

80





