Posters A-Z

Alagdz, Gokberk

Using neuroimaging genomics to investigate the evolution of human 45
brain structure

Anastasiadou, Kyriaki

Fine-scale population structure and social stratification in 46
Post-Medieval Yorkshire during the Industrial Revolution

Anchieri, Lucas
Benchmarking methods for natural selection inference with 47

time-series data

André, Mathilde

Papuan New Guineans blood composition is affected by positive 48
selection

Arizmendi Cardenas, Yami Ommar Presenter: Neuenschwander, Samuel
Benchmarking metagenomics classifiers on ancient viral DNA: a 49

simulation study

Barton, Alison
Investigating the contribution of rare coding variants to phenotypes 50
in UK Biobank

Boersma, Ruth
A recombination-aware phylogeographic model to reconstruct the 51
evolutionary history of the hepatitis B virus

Bonczarowska, Joanna
Association between HLA-DRB1*03 and paratyphoid fever in 52
medieval Europeans

Bonucci, Biancamaria

Concretion-covered tissues as potential sources of proteins and 53
aDNA

Bossoms Mesa, Alba

Combining DNA analysis from bones and sediment to investigate 54
Neandertal genetic history in Western Europe
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Bozzi, Davide
Can metagenomics trace the geographical origin of ancient
individuals?

Bull, Nora Presenter: Rayner, Simon
Investigation population structure using the group diversity ratio

Carlhoff, Selina
Ancient genomic insights into the Log Coffin culture of Iron Age
Thailand

Cavinato, Théo
Using relatives to reconstruct a missing genome: a case study from a
late Neolithic mass grave

Childebayeva, Ainash
Genetics of the Sejma-Turbino transcultural phenomenon and its
connection to the spread of the Uralic languages

Choin, Jérémy
Selection efficacy in small founding populations: the case of Pacific
Islanders

Coll Macia, Moisés
spaceNNtime: a neural network to predict the date and sampling
location of ancient genomes

Cornet, Luc Presenter: Baurain, Denis F.
A guided tour into genomic contamination detection

Cruz Davalos, Diana lvette
Demographic inference for Indigenous American populations

D'Atanasio, Eugenia
Genomic analysis of Fulbe, a key population to understand the
genetic evolutionary history of Africa

da Silva, Nicolas Antonio
The genetic landscape in Neolithic Germany
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Davidson, Roberta
A paleogenomic study of ancient inhabitants of the Chonos
archipelago, in northern Patagonia, Chile

Durvasula, Arun
Genomic evidence for a complex emergence of early modern humans

Feldman, Michal
Ancient DNA from the southern Levant provides insights into
population dynamics during the 1st millennium BCE

Fothi, Abel
Who spoke Hungarian here? A genetic comparison of ancient and
present-day Hungarians with other Uralic-speaking populations

Freilich, Suzanne
Archaeogenetic insights into the Late Iron Age cemetery of
Gottlesbrunn, Lower Austria

Gerber, Daniel
New computational approaches to ancient sequence analyses

Gnecchi-Ruscone, Guido Alberto

Ancient genomes from complete middle age Avar-period cemetery
reveal unprecedented insights into the population history of an East
Asian descendant community

Golubinski, Michal
Y-chromosome analysis of goths from cemeteries of the mastomecz
group

Gretzinger, Joscha
Kin and power in early Celtic communities of southwest Germany

Gyuris, Balazs
Genetic continuity in the Volga-Ural region from the post-lron Age era
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Hajiesmaeil, Mogge
The population history of Iran and its relevance to the evolutionary
history of Eurasia

Huang, Lei
Exploring key dependencies of F4 statistics for investigating
population structure

Huang, Xin Presenter: Kuhlwilm, Martin
Strategies for introgression detection in humans and beyond

Huang, Yilei
hapCon: estimating contamination of ancient genomes by copying
from reference haplotypes

Iraeta-Orbegozo, Miren
Isotopic and genetic analysis of the individuals buried in the Early
Iron Age mass grave from Gomolava, Serbia

Jia, Xiaowen
Archaeogenomic pilot research of Kamenice, a prehistoric Albanian
tumulus (1600 BCE-500 BCE)

Kocher, Arthur
An ancestral recombination graph of the hepatitis B virus

Kuznetsov, Ivan

Genetic factors may shape the current population structure in
Estonia

Loog, Liisa
Adapting to the farming life-style: natural selection on reproductive
and anthropometric traits during the Early Neolithic

Maroti, Zoltan Presenter: Torok, Tibor
The genetic origin of Huns, Avars and conquering Hungarians

McCormick, Michael
Genetics, history, archaeology: an ongoing discussion
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Metspalu, Mait
Genesis of genetic landscape in Northeast Europe

Michel, Megan
Ancient pan-genomics and the evolution of functional capacity: a
case study of the cariogenic oral microbe, Streptococcus mutans

Molak, Martyna
Reconstructing the past of the Oder and Vistula basins population
with ancient genomes

Mondal, Mayukh
Reanalysing Papuan genetic data to test first out of Africa
contribution to Papuan populations

Murray, Madeleine
More than a glimpse into the human past: genome-wide imputation of
ancient genomes

Nagele, Kathrin
Dynamic interactions in the early colonial Caribbean — multidiscipline
evidence from El Chorro de Maita, Cuba

Neuenschwander, Samuel
Mapache: a flexible and scalable pipeline to map ancient DNA data

Nyerki, Emil Presenter: Maroti, Zoltan
An optimized method to infer relatedness up to the 4th degree from
low coverage ancient human genomes

Orfanou, Eleftheria
Multiproxy investigations at Late Bronze Age Central European sites

Oskolkov, Nikolay
AncientMetagenome: an accurate ancient metagenomics analysis
workflow with low false-positive microbial detection rate

Pankratov, Vasili
Can biased study participants' self-recruitment result in spurious
signals of polygenic adaptations in humans?
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Parasayan, Oguzhan
The 3rd millennium admixture dynamics in Western Europe revealed 98
by a family burial

Patramanis, loannis
Paleoprophyler: an open-source reproducible pipeline for 99
paleoproteomic analyses

Pawar, Harvinder
Archaic admixture in gorillas 100

Penske, Sandra
An interdisciplinary study of the social structure from the early 101
Neolithic to the early Bronze Age in central Germany

Peyregne, Stephane
Back-and-forth gene flow between modern humans and Neandertals 102

Popli, Divyaratan
KIN: a method to infer relatedness from low-coverage ancient DNA 103

Popovic, Danijela
The history of domestic cat in Central Europe 104

Ravasini, Francesco
Archaeogenetics of the Picenes and the legacy of the Roman 105
expansion in Central Italy

Roca Rada, Xavier
The Mas d’en Boixos archaeological site (Catalonia, Spain) 106
recapitulates five thousand years of Iberian genetic history

Rohrlach, Adam Ben
Local genetic continuity in Transylvania from the Copper Age until 107
the Late Bronze Age

Rubin, Joshua
HaploCart: Human mtDNA Haplogroup Classification Using a 108
Pangenomic Reference Graph
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Saag, Lehti
Population history of Ukraine

Salem, Nada
Insights into ancient Egyptian genomes in the first Millennium BC

Sasso, Stefania
Ancient DNA perspective on the origins and structure of a

Merovingian population in Belgium

Sedig, Jakob

Exploring western and northern Mexico’s past through the PIPANOM

project

Silva, Marina
Genetic impact of archaeological transitions in a temporal transect
from eastern England

Singh, Prajjval Pratap
Genetic making of Bangladesh

Spangenberg, Lucia
Indigenous ancestry and admixture in the Uruguayan population

Swali, Pooja
Yersinia pestis genomes reveal plague in Britain 4,000 years ago

Szécsényi-Nagy, Anna
Genetic formation and structure of the early Hungarian Kingdom’s
population based on whole genome data

Tiliakou, Anthi

Communities in Transition? Human groups dynamics in the Greek
Neolithic

Vicedomini, Riccardo Presenter: Polit, Lélia
Dietary adaptation in Neandertal, Denisovan and Homo sapiens
revealed by gene copy nhumber variation

Villalba-Mouco, Vanessa
Genetic link between Aurignacian and Magdalenian associated
human groups in Ice Age western Europe
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Vukovic, Nikola
West Country story - a detailed investigation of Neolithic and Bronze 121
Age individuals from south-west England

Vlyazov, Leonid Presenter: Flegontova, Olga
Genetic identification of Slavs in Migration Period Europe using an 122
IBD sharing graph

Yermakovich, Danat
The pleiotropic and long-range regulatory impact of Neandertal DNA 123
in modern humans

Zito, Antonino Presenter: Romano, Valentino
Revisiting the archeogenomics of Bronze Age Sicily 124

Gelabert Xirinachs, Pere
Large-scale genomic analysis of population structure in three LBK 125
cemeteries in Central Europe



