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Understanding biological oscillators
Early embryonic frog cell cycle Belousov-Zhabotinsky reaction

via chemical model systems.

A dynamical model, with T-dependent interactions, captures the birth of
a relaxation-oscillator.

Towards a generic theory for T-dependent noisy relaxation oscillators.

The temperature dependence of relaxation oscillators:
lessons from the Belousov-Zhabotinsky reaction
Simen Jacobs1, Panna Farkas², Nicole Goede¹, Nikita Frolov1, István Szalai², István Lagzi³, Lendert Gelens¹
¹ Dynamics in Biological systems, KU Leuven, Belgium. ² Institute of Chemistry, Eötvös University, Hungary. 
³ MTA-BME Condensed Matter Research Group,  UTE Budapest, Hungary. 
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Experimental test of Class 1.

Classes of T-dependence
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1. Rate:

2. Amplitude:
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