
Posters A-Z 

Akkerman, Laura 
Characterization of an essential apicoplast transporter in 
Plasmodium falciparum 

 35 

Akossi, Reginald Florian 
In two places at once: the epigenetic role of a key metabolic enzyme, 
acas 

 36 

Alberione, María Pía Presenter: Izquierdo, Luis 
Hexosamine biosynthesis disruption impairs GPI production and 
arrests Plasmodium falciparum growth at schizont stages 

 37 

Alves dos Santos, Eduardo 
Click chemistry translatome of quiescent Plasmodium falciparum 
gametocytes protein synthesis reveals potential targets for 
mosquito-stage transmission blocking 

 38 

Amen, Axelle Presenter: Jore, Matthijs 
Target-agnostic identification of human antibodies to Plasmodium 
falciparum sexual forms reveals cross-stage recognition of 
glutamate-rich repeats 

 39 

Atchou, Kodzo 
Host cell vesicle fusion machinery trafficking during the Plasmodium 
berghei liver stage 

 40 

Avalos Padilla, Yunuen 
Overexpression of an intrinsically disordered protein segment of 
PfUT disrupts proteostasis and impairs growth in Plasmodium 
falciparum 

 41 

Ba Ashn, Asrar 
A novel immunotherapeutic strategy to interfere with Plasmodium 
falciparum pathogenicity and transmission 

 42 

Barrett, Jordan 
High-throughput structural and functional characterisation of human 
anti-PfRH5 antibodies reveals key determinants of potency and 
synergistic activity 

 43 
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Bastl, Claudia Presenter: Kilian, Nicole 
A silicon rhodamine-fused glibenclamide to label and detect 
malaria-infected red blood cells 

 44 

Bekkering, Ezra 
Mechanistic insights in transmission-reducing immunity revealed by 
cryo-EM structure of full-length Pfs230:Pfs48/45 complex bound to 
potent antibodies 

 45 

Bennink, Sandra 
The regulation of translational control during human-to-mosquito 
transmission of Plasmodium falciparum gametocytes 

 46 

Bevivino, Giulia 
Insights into Anopheles coluzzii immune responses to different 
infection loads of Plasmodium falciparum ookinetes 

 47 

Bishop, Ella 
Investigating the function of a novel multi-gene family in 
Plasmodium - Tryptophan Rich Antigens (TRAgs) 

 48 

Blauwkamp, James Presenter: Absalon, Sabrina 
PfAnchor tethers the fate of the apicoplast: a new essential factor for 
organelle fission in malaria parasites 

 49 

Boehme, Ulrike Presenter: Roos, David 
VEuPathDB: tools for genomic-scale data exploration, analysis, 
integration and discovery 

 50 

Boulet, Coralie 
Aryl N-acetamides compounds exert antimalarial activity by acting as 
agonists of rhomboid protease ROM8 and cation channel CSC1 

 51 

Bregy, Irina 
Building cristae from scratch: mitochondrial dynamics during malaria 
parasite differentiation 

 52 

Busse, Caroline 
Actin-like proteins 3 and 5a are essential for Plasmodium oocyst 
formation and development 

 53 
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C. Neves, Filipa 
Understanding the functional role of SPATR in malaria sporozoite 
infectivity 

 54 

Camarero-Hoyos, Claudia 
Targeting protein aggregates: a novel strategy for malaria treatment  55 

Camargo da Rosa, Larissa 
Malaria parasites induce ferroptosis pathways and mitochondrial 
damage in bone marrow-derived dendritic cells 

 56 

Cannac, Fabien 
Structural analysis of a large panel of CSP-reactive homotypic 
antibodies. 

 57 

Carrington, Eilidh Presenter: Ballmer, Daniel 
A marker-free selection approach for CRISPR/Cas9-based gene 
editing in the malaria parasite Plasmodium falciparum 

 58 

Chatterjee, Sayantani 
Unveiling cytosolic iron-sulfur cluster assembly pathway from 
Plasmodium vivax 

 59 

Cubillos-Rojas, Daniel 
Study of the highly conserved N-terminal propeller blades region of a 
Plasmodium falciparum WD40 domain protein 

 60 

Cubillos-Rojas, Daniel 
Search for the WD40-1 domain of Plasmodium in other 
hemoparasites of the order Haemosporida 

 61 

Cuevas, María del Carmen 
Viability assessment of pyknotic forms of plasmodium falciparum 
post-antimalarial treatment in humanized mice 

 62 

Das, Adrita Presenter: Das, Adrita 
Sequestration phenomena of Plasmodium falciparum gametocytes 
leading to their binding to certain cell types 

 63 
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Dash, Manish Presenter: Dzikowski, Ron 
PfSR1 is a repressor of sexual commitment but essential for 
gametocytogenesis in Plasmodium falciparum 

 64 

Dhanasekaran, Seshan 
The regulatory role of the prokaryotic DNA base modifications 
N4-methylcytosine and N6-methyladenosine in Plasmodium 
falciparum 

 65 

Diaz Terenti, Barbara 
Unlocking the potential of PacBio HiFi to obtain complete and 
high-quality field parasite genomes 

 66 

Dura, Rea 
A potent acyclic nucleoside phosphonate inhibits the malaria cGMP 
dependent egress pathway via a unique mechanism of action 

 67 

DV, Mamatharani Presenter: Karmodiya, Krishanpal 
Investigating the role of PfHP1 mediated heterochromatin formation 
and spreading in var gene regulation in Plasmodium falciparum 

 68 

Dziekan, Jerzy 
Too hot to handle: stability proteomics reveals antimalarial drug 
targets 

 69 

Edgar, Rebecca 
Determining novel targets and resistance mechanisms of the 
Plasmodium falciparum apicoplast 

 70 

Fagbami, Lola Presenter: Bopp, Selina 
Loss of Plasmodium falciparum amino acid transporter (ApiAT2) 
increases intracellular proline and confers resistance to prolyl-tRNA 
synthetase inhibitors 

 71 

Farias, Guilherme 
Building a merozoite: how Plasmodium utilizes the GTPases Rab5a 
and Rab11b for specialized organelle biogenesis 

 72 

Page 12 



 Posters A-Z 

Florentin, Anat 
Central and autonomous mechanisms drive organelle biogenesis and 
inheritance during the cell cycle of malaria parasites 

 73 

Florentin, Anat Presenters: Qasem, Alia; Florentin, Anat 
Investigating the apicoplast genome reveals its copy number, 
replication rate, and role in organelle biogenesis 

 74 

Galindo Cubillos, Eliana Fernanda 
Establishment of BioID based single locus proteomics to study the 
regulatory machinery at targeted loci in Plasmodium falciparum 

 75 

Guillen Samander, Andres 
Formation of Plasmodium falciparum invasive stages requires a lipid 
transferring bridge between the ER and IMC 

 76 

Gujarati, Sukriti 
Integrated transcriptomic and epitranscriptomic analysis of 
Plasmodium falciparum clinical samples across severe disease 
phenotypes 

 77 

Gurung, Pratima 
Functional study of the apical polar ring (APR) in Plasmodium 
falciparum 

 78 

Gutthedhar, Varijakshi 
Genetic diversity and evolution of mutations in Plasmodium vivax 
drug resistance genes from southern India 

 79 

Hackmann, Amke 
Investigating the conoid complex structure, composition and 
function in the Plasmodium berghei ookinete 

 80 

Hajisadeghian, Mohsen 
Activity-based profiling of ubiquitin pathway enzymes reveals 
canonical components and a novel E2 in Plasmodium 

 81 

Harit, Renuka 
Pacifastin, a protease inhibitor controlling the physiology of Indian 
malaria vector anopheles stephensi 

 82 
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Hasse, Romuald Presenter: Soldati-Favre, Dominique 
Lysine methylation as a master regulator of motility and invasion in 
Apicomplexa 

 83 

He, Buyuan Presenter: Dorner, Lilian 
A striated fiber is essential for Plasmodium sporozoite formation  84 

Heuser, Mia 
Investigation of the molecular functions of chromatin remodeling 
proteins during sexual commitment in the malaria parasite 
plasmodium falciparum 

 85 

Ho, Timothy 
Optimising vaccine design to the Plasmodium falciparum merozoite 
surface protein MSP2 by characterising antibody epitopes and 
functions 

 86 

Home, Jessica 
A novel mechanism of clindamycin resistance in plasmodium  87 

Hoppenz, Ellen 
Variability in mosquito colonisation dynamics between 
geographically distinct Plasmodium falciparum strains 

 88 

Huhn, Anna 
The role of bivalent antibody binding in malaria blood-stage immunity  89 

Huynh, Long 
Aberrant cytostome formation in artemisinin resistant malaria 
parasites 

 90 

Hysa, Alessia 
Defining antibody responses to polymorphic and conserved epitopes 
of the circumsporozoite protein in RTS,S-vaccinated children 

 91 

Izquierdo, Beatriz 
Identification of new antimalarials targeting the Plasmodium 
falciparum proline tRNA synthetase 

 92 
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Izquierdo, Luis Presenter: Fenollar, Àngel 
 93 

 94 

 95 

 96 

 97 

 98 

 99 

 100 

 101 

N-glycosylation suppression leads to a delayed death effect 
independent from apicoplast function in the malaria parasite 
Plasmodium falciparum 

Kegawa, Yuto 
Development of transmission-reducing antibody screening system 
using chimeric rodent malaria gametocytes expressing Plasmodium 
vivax antigens 

Kelly, Ashton 
Understanding the molecular basis of immune heterogeneity in 
NK cells during controlled infection with Plasmodium falciparum 

Keumoe, Rodrigue 
Dual organelle accumulation and multi-target profiling 
of benzylmenadiones in Plasmodium falciparum 

Kho, Steven 
Quantifying the hidden splenic parasite biomass in acute 
clinical vivax malaria 

Kwiatkowska, Karolina Maria 
Spatial mapping of the Plasmodium knowlesi proteome: 
identifying protein localisation through hyperLOPIT 

Landeau Millan, Patricia 
Surprising roles of PHISTa-like proteins in Plasmodium falciparum 

Langejan, Nicole 
Investigating determinants for malaria transmission using 
genetic crosses 

Langeveld, Henrico 
PfArk-1 critically controls nuclear segregation and 
microtubule dynamics in Plasmodium falciparum parasites 

 102 
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Loesbanluechai, Duangkamon 
Interrogating the role of Plasmodium falciparum genetic variants in 
vector species-dependent transmission 

 103 

Lohia, Rakhee Presenter: Wengelnik, Kai 
Targeting RBC host cell proteins to fight intraerythrocytic parasites: 
the example of the Piezo1 ion channel 

 104 

Lopez Farfan, Diana Carolina 
Functional characterisation of Plasmodium falciparum AP2-EXP 
transcription factor by conditional gene deletion using dimerizable 
Cre recombinase 

 105 

Maacke, Lina 
Investigating the role of gdv1 asrna in plasmodium falciparum using 
advanced rna-targeting methods 

 106 

Martínez, César 
PlAGEx (Plasmodium Age-Based Gene Expression Prediction): a new 
tool to compare malarial gene expression between samples with 
moderately different age 

 107 

McCluskey, Andrew 
Bulk linking analysis for single cell experiments (BLASE) 
characterises development rate of Plasmodium spp, revealing the 
effect of differential development 

 108 

Metwally, Nahla 
Role of human miRNAs in the pathogenesis of human malaria caused 
by Plasmodium falciparum infection 

 109 

Musa, Sherihan 
Deficiency of Plasmodium falciparum SET2 leads to aborted 
gametocytogenesis linked to cytoskeletal malformation and the loss 
of membrane integrity 

 110 

Nemri, Adnane Presenter: Otto, Thomas 
Spatial changes in structure and activity of lymphoid organs during 
rodent malaria infection 

 111 
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Ngotho, Priscilla Presenter: Peedell, Megan 
The epidemiology of acquired immune responses to immature 
Plasmodium falciparum gametocytes 

 112 

Nyirongo, Joyce 
Plasmodium falciparum selectivity in red blood cell invasion in lab 
adapted clones 

 113 

Pangilinan, Elcid Aaron 
UpsAI: machine learning approaches classifying the var genes family 
in malaria 

 114 

Pareek, Kapil Presenter: Petter, Michaela 
Investigating histone lactylation as a novel epigenetic modification in 
the malaria parasite Plasmodium falciparum 

 115 

Pazicky, Samuel 
Thermal profiling reveals new protein complexes in malaria parasites 
and their host cells 

 116 

Plutowski, Laura 
A chemical genetic tool to study the role of exportin1 in Plasmodium 
falciparum 

 117 

Power, Joanne 
Characterisation and single-cell RNA sequencing of genetically 
distinct Plasmodium chabaudi spp. strains 

 118 

Quenu, Mathieu 
Plasmodium falciparum establishes chronic infections through high 
var gene expression switching rate 

 119 

Raghavan, Sai Sundar Rajan 
Broadly inhibitory antibodies against severe malaria associated 
PfEMP1 

 120 

Ramon Zamorano, Gala Presenter: Bartfai, Richard 
The protein landscape of the chromatin states in Plasmodium 
falciparum parasites 

 121 
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Ray, Ananya Presenter: Garten, Matthias 
Protein targeting to membrane contact sites at the malaria parasite – 
host-red blood cell interface 

 122 

Roy, Rajarshi 
A novel apical organelle localized malaria parasite protein binds 
erythrocytes and causes haemolysis 

 123 

Ruiz, José Luis Presenter: Diaz Terenti, Barbara 
The dynamic transcriptome of Plasmodium malariae in the mosquito  124 

Schmid, Melanie 
The microbiota shapes immune responses against blood-stage 
Plasmodium berghei infection 

 125 

Schmuckli, Jacqueline Presenter: Gruering, Christof 
Revisiting the role of human aquaporin 3 during Plasmodium 
infection 

 126 

Schneider, Petra 
Are regular mealtimes more important for artemisinin resistant 
malaria parasites? 

 127 

Seefeldt, Leonie 
A high-throughput screen identifies multiple druggable targets in 
Plasmodium falciparum transmission stages 

 128 

Semblat, Jean-Philippe 
Interaction between VAR2CSA and Haptoglobin-Related Protein 
promotes Trypanosoma Lytic Factors binding to Plasmodium 
falciparum infected erythrocytes 

 129 

Shukla, Madhavi Presenter: Shukla, Madhavi 
Deciphering extracellular vesicles as a mode of communication 
between an intracellular malaria parasite and human host 

 130 

Silva-Filho, Joao Luiz 
Multi-omics spatially resolved cell atlas of the BM and spleen reveal 
marked heterogeneity in tissue reorganization in fatal Plasmodium 
vivax infection 

 131 
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Silva-Filho, Joao Luiz 
A spatially resolved cell atlas of the spleen reveals marked 
heterogeneity in host-parasite interactions in Plasmodium falciparum 
infection 

 132 

Sokolowski, Yvonne 
A microtubule based push-pull mechanism facilitates plasmodium 
gamete formation 

 133 

Strachan, Lewis 
A comparison of the glmS and DiCre genetic systems for inducible 
disruption of PfGAPM1 and PfGAPM3 

 134 

Stroeve, Sanne 
Deciphering the role of plasmodium falciparum orc2 beyond dna 
replication in asexual and sexual blood stages 

 135 

Subudhi, Amit Kumar 
Revisiting AP2 I: an important yet non-essential regulatory gene 
required for malaria parasite invasion in blood stage development 

 136 

Tamseel, Sabahat 
The kelch13-heme connection in artemisinin resistance: a possible 
role in artemisinin activation 

 137 

Tanishka, Tanishka 
Homologous recombination in Plasmodium: a molecular faceoff 
between recombinase and anti-recombinase 

 138 

Tanzim, Maisha 
Investigating the effect of a PfCLK3 inhibitor on the ookinete stage of 
Plasmodium Berghei 

 139 

Tassan-Lugrezin, Silvia 
The architect of cristae: the atypical mitochondrial contact site and 
cristae organizing system of malaria parasites 

 140 

Tavernelli, Luis 
PHISTc proteins in Plasmodium falciparum: key mediators of antigen 
trafficking and surface display 

 141 
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Tay, Donald Presenter: Preiser, Peter R. 
Hemozoin formation is not essential for Plasmodium falciparum 
proliferation in mature erythrocytes 

 142 

Thomas, James 
Identification of an apical ring protein essential for Plasmodium 
merozoite invasion through proximity labelling via APEX2 tagging of 
apical membrane antigen-1 (AMA1) cytoplasmic domain 

 143 

Timothy, Francisca Magum Presenter: Zininga, Tawanda 
Less is more: The story of Plasmodium falciparum small heat shock 
proteins 

 144 

Totanes, Francis Isidore Presenter: Merrick, Catherine J 
DNA replication dynamics are associated with genome composition 
in Plasmodium species 

 145 

Turan, Gulbuse 
Development of a bivalent virus-like particle (VLP) vaccine for 
Plasmodium falciparum malaria 

 146 

Ukegbu, Valerie Presenter: Vlachou, Dina 
Nanobody-mediated neutralization of Plasmodium falciparum 
fertilization and immune evasion in transgenic mosquitoes 

 147 

Verhoef, Julie 
The role of stomatin-like protein (STOML) in Plasmodium falciparum  148 

Vo, Kim Chi Presenter: Kappe, Stefan 
Two Plasmodium vivax hypnozoite-expressed RNA-binding proteins 
inhibit exo-erythrocytic schizogony 

 149 

Walz, Kevin 
Understanding sporozoite gliding motility through the dynamics of 
trail formation 

 150 

Williams, Barnabas 
Development of an improved blood-stage malaria vaccine targeting 
the essential RH5-CyRPA-RIPR invasion complex 

 151 
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Wiser, Mark 
Type-P5 ATPases of the malaria parasite: potential drug targets and 
implications about the evolution of Plasmodium 

 152 

Yanase, Ryuji Presenter: Guttery, David 
NEK4 orchestrates plasmodium meiosis: insights into divergent 
meiotic regulation 

 153 

Yeh, Chen-An 
Targeting Plasmodium falciparum-infected erythrocytes from 
placental origin using Nanobody-based bi-modular fusion proteins 

 154 

Zeeshan, Mohammad Presenter: Tewari, Rita 
A novel SUN1-ALLAN complex coordinates segregation of the 
bipartite MTOC across the nuclear envelope during rapid closed 
mitosis in Plasmodium 

 155 
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